SUPLEMENTARY FILE:

LOGARITHMIC REGRESSION CURVE (DILUTION VS CT VALUE)
SYBR GREEN
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TAQMAN PROBE
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Ct value (left on each replicate) and R? value (right on each replicate) qPCR SYBR green

method.
Ct and R2 value qPCR SYBR Green Method
Dilution PED 2EL
Replication Replication Replication Replication Replication Replication
1 2 3 1 2 3

10° 2316 N/A 2253 N/A 2263 NA 2178 NA 2137 NA 2202 N/A
10° 2598 1.000 26.96 1.000 26.16 1.000 24.84 1.000 24.37 1.000 24.35 1.000
102 2921 0999 29.18 0.965 28.82 0.994 27.81 1.000 27.26 1.000 27.47 0.993
103 31.78 0.998 3186 0976 3190 0.997 30.70 1.000 31.08 0.996 30.85 0.993
10* 33.66 0.992 33.71 0974 33.31 0983 31.82 0979 3194 0975 3147 0.969
10° 3448 0.968 34.68 0.956 3441 0964 33.14 0965 32.03 0.920 32.15 0.936
106 3464 0926 3430 0.896 3567 0.953 32.66 0.902 3248 0.875 3291 0.912
107 3412 0.852 34.78 0.854 36.56 0.942 3253 0.834 3271 0.832 31.73 0.816
108 3486 0.817 36.97 0872 3692 0922 33.05 0.795 3259 0.781 3241 0.772
10° 3515 0.789 3460 0.789 34.08 0.789 33.14 0.758 32.74 0.739 33.10 0.756

Ct value (left on each replicate) and R? value (right on each replicate) gPCR TagMan
probe method

Ct and R? value qPCR TagMan Probe Method

Dilution Day 1 Day 2
Replication Replication Replication Replication Replication Replication
1 2 3 1 2 3

10° 1986 N/A 1963 NA 1968 N/A 1993 NA 1957 N/A 1986 N/A
10" 2163 1.000 2111 1.000 2111 1.000 21.74 1.000 21.89 1.000 21.03 1.000
102 2283 0.988 2260 1.000 2225 0.996 2335 0.999 2357 0992 2321 0.971
108 2465 0.994 2447 00997 2350 0.998 2536 0.998 2547 0996 25.96 0.971
104 2566 0.993 26.18 0.998 2576 0.982 2590 0977 25.88 0960 26.30 0.959
10° 26.79 0.991 2726 0996 2858 0965 26.55 095 27.17 0962 2241 0.416
106 28.67 0.994 2925 0.997 2767 0948 2758 0.957 2532 0.778 2293 0.240
107 2087 0.996 21.93 0.407 2225 0437 2540 0.763 24.74 0.591 23.12 0.162
108 2113 0.328 2115 0.120 1743 0.012 21.04 0.182 20.93 0.119 2222 0.065
10° 16.61 0.005 17.96 0.000 18.69 0.009 17.86 0.001 18.57 0.003 19.49 0.005




